endoplasmic (golgi

plasma

extracellular

cerevisiae

PAC2

PSVKAYGVEWDDHSRGKHSGTIDDI
HYFDVQIPNSGSFLKESKIKSPGVRR
ITFYEALSEKYGGSSNNINDLSIGNK
RVEGLGFDELNARNKNYKKLRKIAL
RDSDVAILFQNQDELNRVIQNCVNV
KDLDLSLNLFTNINSLCEFIEPLKNL
ESLNISQNKLLSGWDNLKEYDLSHI
KTLRLSSCGLSYKHIGKLLKSFRTLK
MLDLSYNNLTSAGIQNFENEIPCTL
EELNISGNNLISFPLFPKNLTLKGLN
IVSNNQISRAPSIAIYSVESLDITDNKF
KERSLIDDLNKTFPSLKNIHLSGNEF
NYNGNYINVEEQATFYEVLARFDRV
MVLNGSICDVKTRREAEMFFVSKV
MNNELSYDTNLPRWSSLIKSYEIDM
SKLSFNNERETRQSLVLKIKIRAGKK
PSSDLDYWVLPSFTVRYVKSVICRKL
NFDILNVKLFHENSEGMINEIKYNF
RPISDFNVVNGDIIHVSSPVNNKSIQ

KVNSPS

UniprotKB Entry name [organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion . N
ID name sites sites reticulum apparatus membrane region
P39937 PAC2_YEAST |Saccharomyces [Protein [24.475439 NaN NaN 33229814 MTYEIGDRLKIGGYFCTIKFIGVIKPW |None None None |None None None None None None




