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P39937 PAC2_YEAST Saccharomyces
cerevisiae

Protein
PAC2

24.475439 NaN NaN 33229814 MTYEIGDRLKIGGYFCTIKFIGVIKPW
PSVKAYGVEWDDHSRGKHSGTIDDI
HYFDVQIPNSGSFLKESKIKSPGVRR
ITFYEALSEKYGGSSNNINDLSIGNK
RVEGLGFDELNARNKNYKKLRKIAL
RDSDVAILFQNQDELNRVIQNCVNV
KDLDLSLNLFTNINSLCEFIEPLKNL
ESLNISQNKLLSGWDNLKEYDLSHI
KTLRLSSCGLSYKHIGKLLKSFRTLK
MLDLSYNNLTSAGIQNFENEIPCTL
EELNISGNNLISFPLFPKNLTLKGLN
VSNNQISRAPSIAIYSVESLDITDNKF
KERSLIDDLNKTFPSLKNIHLSGNEF
NYNGNYINVEEQATFYEVLARFDRV
MVLNGSICDVKTRREAEMFFVSKV
MNNELSYDTNLPRWSSLIKSYEIDM
SKLSFNNERETRQSLVLKIKIRAGKK
PSSDLDYWVLPSFTVRYVKSVICRKL
NFDILNVKLFHENSEGMINEIKYNF
RPISDFNVVNGDIIHVSSPVNNKSIQ
KVNSPS

None None None None None None None None None


