UniprotKE [Entry organism full name oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus jmitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
P39971 'YEI6_YEAST [Saccharomyces |[Uncharacterized [24.475439 NaN NaN 33229814 [MQASLPGEKKVDTERLKRDLCPRKP |[None None None [None None None None None None
cerevisiae protein IEIKYFSQICNDMMNKKDRLGDILHI
YELO76C ILRACALNFGAGPRGGAGDEEDRSIT

NEEPIIPSVDEHGLKVCKLRSPNTPR
RLRKTLDAVKALLVSSCACTARDLDI
FDDNNGVAMWKWIKILYHEVAQET

TLKDSYRITLVPSSDGISVCGKLWGE
LNNCFHMPASFCVIEKFCSENRSEE
LTSIWKTILFFK




