
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P39993 GEA2_YEAST Saccharomyces
cerevisiae

ARF
guanine-
nucleotide
exchange
factor	2

24.475439 NaN S46;S284 33229814 MSDREFVTVDPVTIIIKECINLSTAM
RKYSKFTSQSGVAALLGGGSEIFSNQ
DDYLAHTFNNLNTNKHNDPFLSGFI
QLRLMLNKLKNLDNIDSLTILQPFLL
IVSTSSISGYITSLALDSLQKFFTLNII
NESSQNYIGAHRATVNALTHCRFEG
SQQLSDDSVLLKVVFLLRSIVDSPYG
DLLSNSIIYDVLQTILSLACNNRRSE
VLRNAAQSTMIAVTVKIFSKLKTIEPV
NVNQIYINDESYTNDVLKADTIGTNV
ESKEEGSQEDPIGMKVNNEEAISED
DGIEEEHIHSEKSTNGAEQLDIVQKT
TRSNSRIQAYADDNYGLPVVRQYLN
LLLSLIAPENELKHSYSTRIFGLELIQ
TALEISGDRLQLYPRLFTLISDPIFKSI
LFIIQNTTKLSLLQATLQLFTTLVVIL
GNNLQLQIELTLTRIFSILLDDGTAN
NSSSENKNKPSIIKELLIEQISILWTR
SPSFFTSTFINFDCNLDRADVSINFL
KALTKLALPESALTTTESVPPICLEGL
VSLVDDMFDHMKDIDREEFGRQKN
EMEILKKRDRKTEFIECTNAFNEKP
KKGIPMLIEKGFIASDSDKDIAEFLF
NNNNRMNKKTIGLLLCHPDKVSLL
NEYIRLFDFSGLRVDEAIRILLTKFRL
PGESQQIERIIEAFSSAYCENQDYDP
SKISDNAEDDISTVQPDADSVFILSYS
IIMLNTDLHNPQVKEHMSFEDYSGN
LKGCCNHKDFPFWYLDRIYCSIRDK
EIVMPEEHHGNEKWFEDAWNNLIS
STTVITEIKKDTQSVMDKLTPLELLN
FDRAIFKQVGPSIVSTLFNIYVVASDD
HISTRMITSLDKCSYISAFFDFKDLF
NDILNSIAKGTTLINSSHDDELSTLA
FEYGPMPLVQIKFEDTNTEIPVSTDA
VRFGRSFKGQLNTVVFFRIIRRNKDP
KIFSKELWLNIVNIILTLYEDLILSPDI
FPDLQKRLKLSNLPKPSPEISINKSK
ESKGLLSTFASYLKGDEEPTEEEIKS
SKKAMECIKSSNIAASVFGNESNITA
DLIKTLLDSAKTEKNADNSRYFEAEL
LFIIELTIALFLFCKEEKELGKFILQKV
FQLSHTKGLTKRTVRRMLTYKILLIS
LCADQTEYLSKLINDELLKKGDIFTQ
KFFATNQGKEFLKRLFSLTESEFYR
GFLLGNENFWKFLRKVTAMKEQSE
SIFEYLNESIKTDSNILTNENFMWVL
GLLDEISSMGAVGNHWEIEYKKLTE
SGHKIDKENPYKKSIELSLKSIQLTS
HLLEDNNDLRKNEIFAIIQALAHQCI
NPCKQISEFAVVTLEQTLINKIEIPTN
EMESVEELIEGGLLPLLNSSETQED
QKILISSILTIISNVYLHYLKLGKTSNE
TFLKILSIFNKFVEDSDIEKKLQQLIL
DKKSIEKGNGSSSHGSAHEQTPESN
DVEIEATAPIDDNTDDDNKPKLSDVE
KD

None None None None None None None None None


