
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P40002 MIT1_YEAST Saccharomyces
cerevisiae

Transcriptional
regulator
MIT1

24.475439 NaN S152 33229814 MDIEPTFKGYIEDEDDALLILQATLD
GKLKHIPRRPYEIERPYLIVSGSIFVFI
EEISGIKRWTDGVSWSPSRISGKFLI
YKELDKENAGSNANATSSGSTDSAV
ITDGTSGARNNPSSSKIKLPPLKNHQ
FDLPPTMGHSSFESEQDTSISPSNR
SNLPLKYTGLVKKTISVKLKRPPFNSI
ENLHIVSYYSVKDIKQNCLVTPKASP
FLKDVRPSQELIVAMGNTTLGNVKN
NSTTTGNGPNNINNKSNSSTPLNTV
ISTNNNSANINAAGSNQFTSANKNY
YYKNDESSGYPITQFAPALPSTTLMY
TANPPYITQSPDNTNATGMNTHVN
NNNNNSNNSSNSNNSNNNNNNN
NNNNNNNNNNINNINNVNTNAGN
GNNPNRFHNASFAYNTTGDFINPQ
QQGQISYPFYYTTIPINNPNYYTTQPP
NPVTNASTNENQGYSTSSTQHPYYG
HPTESQSASAAAGATGTPGTAENVL
PVSSMQPLLHQANNNSASSATSTAP
YPVYSMNVNVPYYNSSASAYKRAQE
NTTSNTNAEPSGATSTNSGTMLSNP
AYANSQYTPSQVYYQGFPQYAMASA
QNPSMYQHQHQHPLPTVYPIATPQQ
NIMSSGHTLSTIGSDPQHHHYQQEP
NDHKNFAMGHANNNILNITNNDT
MNNLNTNTSTTTQ

None None None None None None None None None


