UniprotKB Entry name organism |full name |oglcnacscore oglcnac ‘p.h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion em:!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
P40306 PSB10_HUMAN [Homo Proteasome|33.571207 NaN S230 40914422;28510447 MLKPALEPRGGFSFENCQRNASLER (True False 4.56 4.205 [1.674 2.157 1.273 1.903 1.801
sapiens  |subunit IVLPGLKVPHARKTGTTIAGLVFQDGV
beta type- ILGADTRATNDSVVADKSCEKIHFIA
10 PKIYCCGAGVAADAEMTTRMVASK

MELHALSTGREPRVATVTRILRQTLF
RYQGHVGASLIVGGVDLTGPQLYGV
HPHGSYSRLPFTALGSGQDAALAVL
EDRFQPNMTLEAAQGLLVEAVTAGI
LGDLGSGGNVDACVITKTGAKLLRT
LSSPTEPVKRSGRYHFVPGTTAVLTQ
TVKPLTLELVEETVQAMEVE




