UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en@oplasmlc golgi extl:acellular
ID sites sites reticulum apparatus membrane region
P40356 MED3 YEAST |[Saccharomyces [Mediator of [24.475439 NaN NaN 33229814 MDSIIPAGVKLDDLQVILAKNENETR |None None None |None None None None None None
cerevisiae RNA DKVCKQINEARDEILPLRLQFNEFIQ
polymerase IMANIDQEGSKQADRMAKYLHIRDK

transcription
subunit 3

ILQLNDRFQTLSSHLEALQPLFSTVP
EYLKTADNRDRSFQLLEPLSTYNKN
GNAVCSTATVVSTNHSAAASTPTTT
ATPHANPITHAHSLSNPNSTATMQH
NPLAGKRGPKSGSTMGTPTVHNSTA
AAPIAAPKKPRKPRQTKKAKAQAQA
QAQAQAQVYAQQSTVQTPITASMAA
ALPNPTPSMINSVSPTNVMGTPLTN
MMSPMGNAYSMGAQNQGGQVSM
SQFNGSGNGSNPNTNTNSNNTPLQ
SQLNLNNLTPANILNMSMNNDFQQ
QQQQQQQQQQPQPQYNMNMGMN
NMNNGGKELDSLDLNNLELGGLN
MDFL




