}JI;I iprotkB Entry name [organism full oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion enc}op lasmic golgi plasma extl:acellular
name sites reticulum |apparatus membrane region
P40494 PRK1 YEAST |[Saccharomyces |Actin- 24.475439 NaN S402;S428;S484;T553;S556 (33229814 MNTPQISLYEPGTILTVGSHHAKIIKY [None None None |None None None None None None
cerevisiae regulating LTSGGFAQVYTAEISPPDPYSNANIA
kinase CLKRVIVPHKQGLNTLRAEVDAMKL
PRK1 LRNNKHVVSYIDSHAARSVNGIAYE

VFVLMEFCERGGLIDFMNTRLQNRL
QESEILEIMSQTVQGITAMHALQPPL
THRDIKIENVLISHDGLYKVCDFGSV
SGVIRPPRNTQEFNYVQHDILTNTTA
QYRSPEMIDLYRGLPIDEKSDIWALG
IVFLYKICYYTTPFEKSGEAGILHARY
QYPSFPQYSDRLKNLIRLMLMEAPS
QRPNICQVLEEVSRLQNKPCPIRNFY
LLRAMNQNANTQLAGEPSSTTYVPT
QKFIPVQSLQSINQPPNMMPVTHVS
TTPNLGTFPISINDNNKTEVTAHAGL
QVGSHSNLTSPLMKTKSVPLSDEFA
SLYYKELHPFQKSQTFKSVESFQSPQ
RKSMPPLSLTPVNNDIFDRVSAINRP
NNYVDSETQTIDNMAVPNLKLSPTIT
SKSLSSTKEIAAPDNINGSKIVRSLSS
KLKKVITGESRGNSPIKSRQNTGDSI
RSAFGKLRHGFTGNSVNNSRSASFD
NNNVNGNGNNTNRRLVSSSTSSFP
KFNSDTKRKEESDKNQRLEKRRSM
PPSILSDFDQHERNNSRTGSRDYYR
SHSPVKKTQASAKTTSKPTLIPDNGN
IVNINQEKKESIQRRVHNLLKSSDDP
IVTYKSASGYGKYTDIGTETSNRHSSV
RITPITEEKFKKTLKDGVLDIKTKSNG
KDKSRPPRPPPKPLHLRTEIQKIRNF
SRLQSKKLPIERISSEATETIVDVNVD
DLEADFRKRFPSKV




