IASSLWNSLTIAMKAEKASDKYFNEV
FCKCKIFATKLLSIHEALFRTNTNLL
RNFKCYISSFKSASEYRFDDLITNTQ
QHSEKYLQIINENVESFSNEEKTEFK
KLTFEFYLVNFQLYLSENDLDTANIY
TAKVNITDNSKYMDADLLIELCRMIY
NSTVMLKEINNPETQLVDVNIISFLK
DVEKYLELPVENLKSHTDYSNLKYS
VLIFMANCLVEGHPQASELEQCDHY
LSLLQNEYPNKVDPFILAINLTKRRN
IVNPAETIEEILMRMIMSVDVISNFQ
IAVIASINDLSKMNTKFSIVCLDYLLIN
KLNSKNDSKFLGKAICSRFLITTQSK
TMNDSEIAESLENFSTQMERIVSEP
LTKHAISCIITLLWNTGKKLEKMEKY
'VVSIRFYKLALKDIISQNYSDRGKIQR
ALQVVYNKIEDYSNTVRVYQDMDEV
DRQSPLCQLLMLQSFLADDKTEEAL
TCLQKIKSSEDEKSTDALILAVAECK
RKTDLSVQGLLMIFDKLQSKSNSQTI
SSTSSSQTLSILRYTLQMIVKVSEEEP
LETFINYLPTVQKLLQKAVEFLKTVK
LLNQLPPDVEKEAIYQQSVAVNEIE
'WFASFSYNVAVKCLVDQSCESISEF
PQYCIQFIDLIPVQDFTFPKMYHFTY
'WRFKATILQLITAKEKAKQDQHQKD
WDIYEKSEELVNSINVMKKSSEFKD
GSSLEDRNTLHECFLEALTIHLESAL
MMPDQTRILDILKKTELYQDSRVDA
LLIDISSNMEDLPKGVLIEILETVLKR
NMGPEVKERELCSWLRILLENAINL
NHEVELRILDRVLKILNINQSSLQDT
DGVLQTELETIATYCWNIGVNYIIKD
NKSNGIVWCKHSMGFANMVNEGL
QEQLYSLWESLASSANIDINSIAK

UniprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane region
P40511 SPO22 YEAST [Saccharomyces |Sporulation-(24.475439 NaN NaN 33229814 MSDHNVNSTFRKTLVELCETATWIT |None None None [None None None None None None
cerevisiae specific SQVYAAKNLEKNDLITVDNKISALYP
protein 22 IAEKYDRSFRTTTVILDEELILKLENA




