UniprotKE [Entry organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
P40523 YIF5 YEAST|Saccharomyces [Uncharacterized |24.475439 NaN S559 33229814 MTLEPHYSAKSAASASAFVARSATE |None None None [None None None None None None

cerevisiae

protein YILO55C

SSTASTKAAPRKKTYSQSNGIPIRIDN
LPPGKTWAQVKYLIGGITYHTNILQV
KMLPPMTSMVPPFITFQSCIVILKNS
IDNESLENLLLTLNTYQWDYHDLFV
YLLPYTNDSPSLRYPEISDSNNDVRS
APDETKRSISPRYASHVSSVTPQPPS
IASTPPSQFFSFSPEVSLRKNENITPL
PTPVPVPVGVPPLAPPPHGPFSTSML
PMLGAPPGTVPNMQMPYQTTLPSPT
IAAATAGGPLASPTHYPRRRHFYHQN
QSQFQKYMHNSPRNPDTGTGPRLS
QQHHLSLRNNKINPSYNEISALYNL
NMASNSNNNGNIPTTSTNGDDRAL
QAKNGGTITPSQTQINHKRLKHIFN
EKSFRKQMTNRGMWQLKIINFPPYT
PIEFLEKLSESDFNELMNQEKFTVIE
IKEKGQLEKFGRLRWTVLKDFIKLKC
PKLLRLQERQFLQQQNEASLLNES
MDALKISENENTNGSANNSTYTNG
GPRTSINNTREFYVGVYEDHEEATLL
RFELPEDELEEFNRNLPTTFAQSGN
VSDSEGDSKAKYFKVSTIVYNAIVGF
HDKELSDLTFESLQDQEYSLGYKIH

VMELPPFDEDEFENQRQQF




