
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P40939 ECHA_HUMAN Homo
sapiens

Trifunctional
enzyme
subunit
alpha,
mitochondrial

18.946126 S120;S501 S316;T395;S419;S650;S756 34725712;38665916;39302247;303
79171;32119511;35132862;350838
52;29351928;30397120;40596516;3
7217939;23271734

MVACRAIGILSRFSAFRILRSRGYICR
NFTGSSALLTRTHINYGVKGDVAVV
RINSPNSKVNTLSKELHSEFSEVMN
EIWASDQIRSAVLISSKPGCFIAGADI
NMLAACKTLQEVTQLSQEAQRIVEK
LEKSTKPIVAAINGSCLGGGLEVAISC
QYRIATKDRKTVLGTPEVLLGALPGA
GGTQRLPKMVGVPAALDMMLTGRS
IRADRAKKMGLVDQLVEPLGPGLKP
PEERTIEYLEEVAITFAKGLADKKISP
KRDKGLVEKLTAYAMTIPFVRQQVY
KKVEEKVRKQTKGLYPAPLKIIDVVK
TGIEQGSDAGYLCESQKFGELVMTK
ESKALMGLYHGQVLCKKNKFGAPQ
KDVKHLAILGAGLMGAGIAQVSVDK
GLKTILKDATLTALDRGQQQVFKGL
NDKVKKKALTSFERDSIFSNLTGQL
DYQGFEKADMVIEAVFEDLSLKHRV
LKEVEAVIPDHCIFASNTSALPISEIA
AVSKRPEKVIGMHYFSPVDKMQLLE
IITTEKTSKDTSASAVAVGLKQGKVII
VVKDGPGFYTTRCLAPMMSEVIRILQ
EGVDPKKLDSLTTSFGFPVGAATLVD
EVGVDVAKHVAEDLGKVFGERFGG
GNPELLTQMVSKGFLGRKSGKGFYI
YQEGVKRKDLNSDMDSILASLKLPP
KSEVSSDEDIQFRLVTRFVNEAVMC
LQEGILATPAEGDIGAVFGLGFPPCL
GGPFRFVDLYGAQKIVDRLKKYEAAY
GKQFTPCQLLADHANSPNKKFYQ

True False 0.609 0.609 4.721 False False False


