}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi [plasma extr_acellula
name sites sites reticulum |apparatus membrane [region
P41105 RL28 MOUSE |Mus Large 26.990423 NaN S115 37453647;39627609;36288343 MSAHLQWMVVRNCSSFLIKRNKQT [True False 5.0 1.535 |1.505 1.322 0.781 1.058 1.045
musculus [ribosomal [YSTEPNNLKARNSFRYNGLIHRKTV

subunit GVEPAADGKGVVVVMKRRSGQRKP

protein IATSYVRTTINKNARATLSSIRHMIRK

eL28 NKYRPDLRMAAIRRASAILRSQKPVV

[VKRKRTRPTKSS




