
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P41252 SYIC_HUMAN Homo
sapiens

Isoleucine--
tRNA
ligase,
cytoplasmic

16.870234 NaN S1047;S1049;T1058 30397120;23301498;37217939;332
14551;16408927;38665916;347257
12;32119511;40914422;36580660;3
5083852;34019948;35138101;2851
0447

MLQQVPENINFPAEEEKILEFWTEF
NCFQECLKQSKHKPKFTFYDGPPFA
TGLPHYGHILAGTIKDIVTRYAHQSG
FHVDRRFGWDCHGLPVEYEIDKTLG
IRGPEDVAKMGITEYNNQCRAIVMR
YSAEWKSTVSRLGRWIDFDNDYKTL
YPQFMESVWWVFKQLYDKGLVYRG
VKVMPFSTACNTPLSNFESHQNYKD
VQDPSVFVTFPLEEDETVSLVAWTTT
PWTLPSNLAVCVNPEMQYVKIKDVA
RGRLLILMEARLSALYKLESDYEILE
RFPGAYLKGKKYRPLFDYFLKCKEN
GAFTVLVDNYVKEEEGTGVVHQAPY
FGAEDYRVCMDFNIIRKDSLPVCPV
DASGCFTTEVTDFAGQYVKDADKSII
RTLKEQGRLLVATTFTHSYPFCWRS
DTPLIYKAVPSWFVRVENMVDQLLR
NNDLCYWVPELVREKRFGNWLKDA
RDWTISRNRYWGTPIPLWVSDDFEE
VVCIGSVAELEELSGAKISDLHRESV
DHLTIPSRCGKGSLHRISEVFDCWF
ESGSMPYAQVHYPFENKREFEDAFP
ADFIAEGIDQTRGWFYTLLVLATALF
GQPPFKNVIVNGLVLASDGQKMSKR
KKNYPDPVSIIQKYGADALRLYLINSP
VVRAENLRFKEEGVRDVLKDVLLPW
YNAYRFLIQNVLRLQKEEEIEFLYNE
NTVRESPNITDRWILSFMQSLIGFFE
TEMAAYRLYTVVPRLVKFVDILTNW
YVRMNRRRLKGENGMEDCVMALE
TLFSVLLSLCRLMAPYTPFLTELMYQ
NLKVLIDPVSVQDKDTLSIHYLMLPR
VREELIDKKTESAVSQMQSVIELGRV
IRDRKTIPIKYPLKEIVVIHQDPEALK
DIKSLEKYIIEELNVRKVTLSTDKNKY
GIRLRAEPDHMVLGKRLKGAFKAVM
TSIKQLSSEELEQFQKTGTIVVEGHE
LHDEDIRLMYTFDQATGGTAQFEAH
SDAQALVLLDVTPDQSMVDEGMAR
EVINRIQKLRKKCNLVPTDEITVYYK
AKSEGTYLNSVIESHTEFIFTTIKAPL
KPYPVSPSDKVLIQEKTQLKGSELEIT
LTRGSSLPGPACAYVNLNICANGSE
QGGVLLLENPKGDNRLDLLKLKSVV
TSIFGVKNTELAVFHDETEIQNQTDL
LSLSGKTLCVTAGSAPSLINSSSTLL
CQYINLQLLNAKPQECLMGTVGTLL
LENPLGQNGLTHQGLLYEAAKVFGL
RSRKLKLFLNETQTQEITEDIPVKTL
NMKTVYVSVLPTTADF

True False 5.0 4.628 2.006 1.504 0.979 1.637 4.375


