
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P41594 GRM5_HUMAN Homo
sapiens

Metabotropic
glutamate
receptor	5

27.086674 S1050;S1051 S861;S1018;S1020 28657654 MVLLLILSVLLLKEDVRGSAQSSERR
VVAHMPGDIIIGALFSVHHQPTVDKV
HERKCGAVREQYGIQRVEAMLHTLE
RINSDPTLLPNITLGCEIRDSCWHSA
VALEQSIEFIRDSLISSEEEEGLVRCV
DGSSSSFRSKKPIVGVIGPGSSSVAIQ
VQNLLQLFNIPQIAYSATSMDLSDKT
LFKYFMRVVPSDAQQARAMVDIVKR
YNWTYVSAVHTEGNYGESGMEAFK
DMSAKEGICIAHSYKIYSNAGEQSFD
KLLKKLTSHLPKARVVACFCEGMTV
RGLLMAMRRLGLAGEFLLLGSDGW
ADRYDVTDGYQREAVGGITIKLQSPD
VKWFDDYYLKLRPETNHRNPWFQE
FWQHRFQCRLEGFPQENSKYNKTC
NSSLTLKTHHVQDSKMGFVINAIYS
MAYGLHNMQMSLCPGYAGLCDAM
KPIDGRKLLESLMKTNFTGVSGDTIL
FDENGDSPGRYEIMNFKEMGKDYF
DYINVGSWDNGELKMDDDEVWSKK
SNIIRSVCSEPCEKGQIKVIRKGEVSC
CWTCTPCKENEYVFDEYTCKACQLG
SWPTDDLTGCDLIPVQYLRWGDPEP
IAAVVFACLGLLATLFVTVVFIIYRDT
PVVKSSSRELCYIILAGICLGYLCTFC
LIAKPKQIYCYLQRIGIGLSPAMSYSA
LVTKTNRIARILAGSKKKICTKKPRF
MSACAQLVIAFILICIQLGIIVALFIME
PPDIMHDYPSIREVYLICNTTNLGVV
TPLGYNGLLILSCTFYAFKTRNVPAN
FNEAKYIAFTMYTTCIIWLAFVPIYFG
SNYKIITMCFSVSLSATVALGCMFVP
KVYIILAKPERNVRSAFTTSTVVRMH
VGDGKSSSAASRSSSLVNLWKRRGS
SGETLRYKDRRLAQHKSEIECFTPKG
SMGNGGRATMSSSNGKSVTWAQN
EKSSRGQHLWQRLSIHINKKENPNQ
TAVIKPFPKSTESRGLGAGAGAGGSA
GGVGATGGAGCAGAGPGGPESPDA
GPKALYDVAEAEEHFPAPARPRSPSP
ISTLSHRAGSASRTDDDVPSLHSEPV
ARSSSSQGSLMEQISSVVTRFTANIS
ELNSMMLSTAAPSPGVGAPLCSSYLI
PKEIQLPTTMTTFAEIQPLPAIEVTGG
AQPAAGAQAAGDAARESPAAGPEAA
AAKPDLEELVALTPPSPFRDSVDSGS
TTPNSPVSESALCIPSSPKYDTLIIRD
YTQSSSSL

None None None None None None None None None


