}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma eth:ac
name sites reticulum |apparatus membrane region
P41743 KPCI_HUMAN Homo Protein|14.149398 NaN 'T3;S7;S8;T9;T265;T280;T334;T412; |34019948;38665916 MPTQRDSSTMSHTVAGGGSGDHSH |True False 5.0 5.0 1.554 1.4 2.771 4.345 4.366
sapiens |kinase T564 QVRVKAYYRGDIMITHFEPSISFEGL
C iota CNEVRDMCSFDNEQLFTMKWIDEE
type GDPCTVSSQLELEEAFRLYELNKDS

ELLIHVFPCVPERPGMPCPGEDKSIY
RRGARRWRKLYCANGHTFQAKRFN
RRAHCAICTDRIWGLGRQGYKCINC
KLLVHKKCHKLVTIECGRHSLPQEP
IVMPMDQSSMHSDHAQTVIPYNPSS
HESLDQVGEEKEAMNTRESGKASS
SLGLQDFDLLRVIGRGSYAKVLLVRL
KKTDRIYAMKVVKKELVNDDEDIDW
IVQTEKHVFEQASNHPFLVGLHSCFQ
TESRLFFVIEYVNGGDLMFHMQRQ
RKLPEEHARFYSAEISLALNYLHERG
IIYRDLKLDNVLLDSEGHIKLTDYGM
CKEGLRPGDTTSTFCGTPNYIAPEIL
RGEDYGFSVDWWALGVLMFEMMA
GRSPFDIVGSSDNPDQNTEDYLFQVI
LEKQIRIPRSLSVKAASVLKSFLNKD
PKERLGCHPQTGFADIQGHPFFRNV
DWDMMEQKQVVPPFKPNISGEFGL
DNFDSQFTNEPVQLTPDDDDIVRKI

DQSEFEGFEYINPLLMSAEECV




