UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
ID mame sites sites reticulum apparatus membrane region
P42073 REF2_YEAST |Saccharomyces RNA end (24.475439 NaN NaN 33229814 [MSAPVPQLVNISHALQASTIQQIRLD [None None None |None None None None None None
cerevisiae formation MVDFNKDCKLSSIQLARIDKYIDSLQ
protein 2 AALNQFTKDNLHIERKEKNVTEADI

QLYSGLKSMYLDYLNQLIKLKHEKQ
HHSTPPIANDVSLDFFVNQLPKFSP
EERKNYIDNLILNKNSHNRLSKMDG
LVDAVINLCVLDTSVAENVRSYMKL
LDTLGFQKGSNSTGTKANLKKKLAS
SKAKIKDSEKEKEKEKDKSKVKMKT
KLKPSPLLNNDDKNSSPSPTASTSS
MKKLKSGLFNKNEAKSTESLPTSSK
KKLSFSKYLNKDDADMTKLGTKRSI
DVDFKVNPEASTVASNIISSSTSGSS
TTTVATPASSEEPLKKKTKISVQDSN
VQSILRNGKPKKARISSIKFLDDSQLI
KVYGDDLPNQGLQVSPTQLKKILKPF
KEGEPKEIILFEDMSIKLKPLDLMFL
KNTNSDDYMDISETKGGPIHCETRT
PLIYRKNFNHFNPDLNKRPPREPIEF
DLNGNTNSTPTIAKAFGKNSLLLRK
DRGGLPYKHVPIVKRNKYPPRPVH




