MRQPSVTIGRNSSQGSVDLSMGLSS
FISRRHLQLSFQEPHFYLRCLGKNG
VEVDGAFQRRGAPALQLPQQCTFRF
PSTAIKIQFTSLYHKEEAPASPLRPLY
PQISPLKIHIPEPDLRSLVSPIPSPTGT
ISVPNSCPASPRGAGSSSYRFVQNVT
SDLQLAAEFAAKAASEQQADASGGD
SPKDESKPPYSYAQLIVQAISSAQDR
QLTLSGIYAHITKHYPYYRTADKGWQ
NSIRHNLSLNRYFIKVPRSQEEPGKG
SFWRIDPASEAKLVEQAFRKRRQRG
IVSCFRTPFGPLSSRSAPASPTHPGL
MSPRSSGLQTPECLSREGSPIPHDP
DLGSKLASVPEYRYSQSAPGSPVSAQ
PVIMAVPPRPSNLVAKPVAYMPASIV
TSQQPSGHAIHVVQQAPTVTMVRVV
TTSANSANGYILASQGSTGTSHDTA
GTAVLDLGNEARGLEEKPTIAFATIP
IAASRVIQTVASQMAPGVPGHTVTILQ
PATPVTIGQHHLPVRAVTQNGKHAV
PTNSLTGNAYALSSPLQLLAAQASSS
TPVVITRVCEVGPEEPAAAVSVAANA
IAPTPAASTTTSASSSGEPEVKRSRVE
EPGGTATTQPTAMAATGPQGPGTGE

}Jl;l iprotKB Entry name organism f::llllne oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndric
P42128 FOXK1_MOUSE Mus Forkhead [51.234468 T515;T516;T558;T563;S576;T586;T |S87;S199;S209;S225;5229;T231;T2 |22517741;34887587;40885482;368 |MAEVGEDSGARALLALRSAPCSPVL |True False 1.614 |4.449 [1.721
musculus |box 594;T597;S663;T671 33;5239;5243;5281;5285;5402;S40 |52467;35822049;40021952;346785 |CAAAAAAAFPATTSPPPPAQPPPGPP
protein 6;T408;S414;T422;S427;S431;S445 |16;29187734;40997131;30016717 |ALPAEPGPGPVPSTVATATTTAPALV
K1 IAAAAASVRQSPGPALARLEGREFEFL




