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D Entry name organism full name |oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndi
P42166 LAP2A_HUMAN [Homo Lamina- 14.156898 T160;T164;S167;S279;S291;5292;S [T57;559;S66;S67;T74;S79;T154;S15 [23301498;39894887;40914422;372 [MPEFLEDPSVLTKDKLKSELVANNV (True False 2.447 5.0 1.553
sapiens  |associated 295;S306 6;S159;T160;T164;5166;S168;S272; (17939;40596516;32574038;226614 [TLPAGEQRKDVYVQLYLQHLTARNR
polypeptide S312;S351;5354;S370;S424 28;38665916;34846842;39302247;3 PPLPAGTNSKGPPDFSSDEEREPTPV
2, isoform 4019948;28510447;29351928;3953 [LGSGAAAAGRSRAAVGRKATKKTDK
alpha 1497;40307207;22121020;3528903 |PRQEDKDDLDVTELTNEDLLDQLVK

6;35083852;33214551;35254053;32
119511

YGVNPGPIVGTTRKLYEKKLLKLREQ
GTESRSSTPLPTISSSAENTRQNGSN
DSDRYSDNEEGKKKEHKKVKSTRDI
IVPFSELGTTPSGGGFFQGISFPEISTR
PPLGSTELQAAKKVHTSKGDLPREP
LVATNLPGRGQLQKLASERNLFISC
KSSHDRCLEKSSSSSSQPEHSAMLV
STAASPSLIKETTTGYYKDIVENICGR
EKSGIQPLCPERSHISDQSPLSSKRK
IALEESESSQLISPPLAQAIRDYVNSLL
IVQGGVGSLPGTSNSMPPLDVENIQK
RIDQSKFQETEFLSPPRKVPRLSEKS
IVEERDSGSFVAFQNIPGSELMSSFA
KTVVSHSLTTLGLEVAKQSQHDKID
IASELSFPFHESILKVIEEEWQQVDRQ
LPSLACKYPVSSREATQILSVPKVDD
EILGFISEATPLGGIQAASTESCNQQ
LDLALCRAYEAAASALQIATHTAFVA
KAMQADISQAAQILSSDPSRTHQAL
GILSKTYDAASYICEAAFDEVKMAAH
TMGNATVGRRYLWLKDCKINLASK
NKLASTPFKGGTLFGGEVCKVIKKR
GNKH




