
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P42261 GRIA1_HUMAN Homo
sapiens

Glutamate
receptor	1

27.086674 S849 S645;S710;S849;S863 28657654 MQHIFAFFCTGFLGAVVGANFPNNI
QIGGLFPNQQSQEHAAFRFALSQLT
EPPKLLPQIDIVNISDSFEMTYRFCS
QFSKGVYAIFGFYERRTVNMLTSFC
GALHVCFITPSFPVDTSNQFVLQLRP
ELQDALISIIDHYKWQKFVYIYDADR
GLSVLQKVLDTAAEKNWQVTAVNIL
TTTEEGYRMLFQDLEKKKERLVVVD
CESERLNAILGQIIKLEKNGIGYHYIL
ANLGFMDIDLNKFKESGANVTGFQL
VNYTDTIPAKIMQQWKNSDARDHTR
VDWKRPKYTSALTYDGVKVMAEAFQ
SLRRQRIDISRRGNAGDCLANPAVP
WGQGIDIQRALQQVRFEGLTGNVQF
NEKGRRTNYTLHVIEMKHDGIRKIG
YWNEDDKFVPAATDAQAGGDNSSV
QNRTYIVTTILEDPYVMLKKNANQF
EGNDRYEGYCVELAAEIAKHVGYSY
RLEIVSDGKYGARDPDTKAWNGMV
GELVYGRADVAVAPLTITLVREEVID
FSKPFMSLGISIMIKKPQKSKPGVFS
FLDPLAYEIWMCIVFAYIGVSVVLFL
VSRFSPYEWHSEEFEEGRDQTTSDQ
SNEFGIFNSLWFSLGAFMQQGCDIS
PRSLSGRIVGGVWWFFTLIIISSYTAN
LAAFLTVERMVSPIESAEDLAKQTEI
AYGTLEAGSTKEFFRRSKIAVFEKM
WTYMKSAEPSVFVRTTEEGMIRVRK
SKGKYAYLLESTMNEYIEQRKPCDT
MKVGGNLDSKGYGIATPKGSALRNP
VNLAVLKLNEQGLLDKLKNKWWYD
KGECGSGGGDSKDKTSALSLSNVAG
VFYILIGGLGLAMLVALIEFCYKSRSE
SKRMKGFCLIPQQSINEAIRTSTLPR
NSGAGASSGGSGENGRVVSHDFPK
SMQSIPCMSHSSGMPLGATGL

None None None None None None None None None


