UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
P42330 IAK1C3_HUMAN [Homo Aldo-keto [21.366884 NaN NaN 28510447 MDSKHQCVKLNDGHFMPVLGFGTY (True False 4.513 [5.0 2.255 1.804 1.122 1.958 4.4
sapiens [reductase APPEVPRSKALEVTKLAIEAGFRHID
family 1 SAHLYNNEEQVGLAIRSKIADGSVKR
member EDIFYTSKLWSTFHRPELVRPALENS
C3 LKKAQLDYVDLYLIHSPMSLKPGEEL

SPTDENGKVIFDIVDLCTTWEAMEK
CKDAGLAKSIGVSNFNRRQLEMILN
KPGLKYKPVCNQVECHPYFNRSKLL
DFCKSKDIVLVAYSALGSQRDKRWV
DPNSPVLLEDPVLCALAKKHKRTPA
LIALRYQLQRGVVVLAKSYNEQRIRQ
NVQVFEFQLTAEDMKAIDGLDRNL
HYFNSDSFASHPNYPYSDEY




