}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl
name sites sites reticulum |apparatus membrane reg
P42331 RHG25_HUMAN Homo Rho 41.375919 T501;S511 [S362;S395;T406;S536 [27655845;40914422;29351928 MSLKLPRNWDFNLKVEAAKIARSRS |False True 2.107 [1.834 |0.999 False 0.751 5.0 1.1¢
sapiens GTPase- VMTGEQMAAFHPSSTPNPLERPIKM
activating GWLKKQRSIVKNWQQRYFVLRAQQ
protein LYYYKDEEDTKPQGCMYLPGCTIKEI
25 ATNPEEAGKFVFEIIPASWDQNRMG

QDSYVLMASSQAEMEEWVKFLRRV
AGTPCGVFGQRLDETVAYEQKFGPH
LVPILVEKCAEFILEHGRNEEGIFRLP
GQDNLVKQLRDAFDAGERPSFDRD
TDVHTVASLLKLYLRDLPEPVVPWS
QYEGFLLCGQLTNADEAKAQQELM
KQLSILPRDNYSLLSYICRFLHEIQLN
CAVNKMSVDNLATVIGVNLIRSKVE
DPAVIMRGTPQIQRVMTMMIRDHEV
LFPKSKDIPLSPPAQKNDPKKAPVAR
SSVGWDATEDLRISRTDSFSSMTSD
SDTTSPTGQQPSDAFPEDSSKVPRE
KPGDWKMQSRKRTQTLPNRKCFLT
SAFQGANSSKMEIFKNEFWSPSSEA
KAGEGHRRTMSQDLRQLSDSQRTS
TYDNVPSLPGSPGEEASALSSQACD
SKGDTLASPNSETGPGKKNSGEEEI
DSLQRMVQELRKEIETQKQMYEEQI
KNLEKENYDVWAKVVRLNEELEKE
KKKSAALEISLRNMERSREDVEKRN
KALEEEVKEFVKSMKEPKTEA




