UniprotKB Entry name organism [full name oglcnacscore joglcnac sites p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extt:acellulax
ID sites reticulum apparatus membrane region
P42338 PK3CB_HUMAN |Homo Phosphatidylinositol [22.903221 T478;T481;T485(S324;S1070 38253038 MCFSFIMPPAMADILDIWAVDSQIAS [None None None |None None None None None None

sapiens

4,5-bisphosphate 3-
kinase catalytic
subunit beta
isoform

DGSIPVDFLLPTGIYIQLEVPREATISY
IKQMLWKQVHNYPMFNLLMDIDSY
MFACVNQTAVYEELEDETRRLCDVR
PFLPVLKLVTRSCDPGEKLDSKIGVLI
GKGLHEFDSLKDPEVNEFRRKMRK
FSEEKILSLVGLSWMDWLKQTYPPE
HEPSIPENLEDKLYGGKLIVAVHFEN
CQDVFSFQVSPNMNPIKVNELAIQK
RLTIHGKEDEVSPYDYVLQVSGRVEY
VFGDHPLIQFQYIRNCVMNRALPHF
ILVECCKIKKMYEQEMIAIEAAINRN
SSNLPLPLPPKKTRIISHVWENNNPF
QIVLVKGNKLNTEETVKVHVRAGLF
HGTELLCKTIVSSEVSGKNDHIWNE
PLEFDINICDLPRMARLCFAVYAVLD
KVKTKKSTKTINPSKYQTIRKAGKVH
YPVAWVNTMVFDFKGQLRTGDIILH
SWSSFPDELEEMLNPMGTVQTNPY
TENATALHVKFPENKKQPYYYPPFD
KIIEKAAEIASSDSANVSSRGGKKFLP
VLKEILDRDPLSQLCENEMDLIWTL
RQDCREIFPQSLPKLLLSIKWNKLED
VAQLQALLQIWPKLPPREALELLDF
NYPDQYVREYAVGCLRQMSDEELSQ
YLLQLVQVLKYEPFLDCALSRFLLER
IALGNRRIGQFLFWHLRSEVHIPAVS
VQFGVILEAYCRGSVGHMKVLSKQV
EALNKLKTLNSLIKLNAVKLNRAKG
KEAMHTCLKQSAYREALSDLQSPLN
PCVILSELYVEKCKYMDSKMKPLWL
VYNNKVFGEDSVGVIFKNGDDLRQD
MLTLQMLRLMDLLWKEAGLDLRML
PYGCLATGDRSGLIEVVSTSETIADIQ
LNSSNVAAAAAFNKDALLNWLKEY
NSGDDLDRAIEEFTLSCAGYCVASYV
LGIGDRHSDNIMVKKTGQLFHIDFG
HILGNFKSKFGIKRERVPFILTYDFIH
VIQQGKTGNTEKFGRFRQCCEDAYL
ILRRHGNLFITLFALMLTAGLPELTS
VKDIQYLKDSLALGKSEEEALKQFKQ
KFDEALRESWTTKVNWMAHTVRKD
YRS




