}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasnia ext
name sites reticulum pparatus ane reg
P42567 EPS15_MOUSE [Mus Epidermal |34.385674 NaN S108;S140;T321;S323;S324;S467;S |39627609;25153642 MAAAAQLSLTQLSSGNPVYEKYYRQ [False True 3.808 (3.451 [1.651 1.854 2.136 5.0 1.8

musculus |growth 470;S485;S561;S562;S748;T779;T7 [VEAGNTGRVLALDAAAFLKKSGLPD

factor 81;5798;5816;T850 LILGKIWDLADTDGKGVLSKQEFFVA

receptor LRLVACAQNGLEVSLSSLSLAVPPPR

substrate FHDSSSPLLTSGPSVAELPWAVKSE
15 DKAKYDAIFDSLSPVDGFLSGDKVKP

VLLNSKLPVEILGRVWELSDIDHDG
KLDRDEFAVAMFLVYCALEKEPVPM
SLPPALVPPSKRKTWVVSPAEKAKYD
EIFLKTDKDMDGYVSGLEVRETFLK
TGLPSALLAHIWSLCDTKGCGKLSK
DQFALAFHLINQKLIKGIDPPHSLTP
EMIPPSDRSSLQKNITGSSPVADFSA
IKELDTLNNEIVDLQREKNNVEQDL
KEKEDTVKQRTSEVQDLQDEVQRES
INLQKLQAQKQQVQELLGELDEQKA
QLEEQLQEVRKKCAEEAQLISSLKAE
ITSQESQISSYEEELLKAREELSRLQ
QETAQLEESVESGKAQLEPLQQHLQ
ESQQEISSMQMRLEMKDLETDNNQ
SNWSSSPQSVLVNGATDYCSLSTSS
SETANFNEHAEGQNNLESEPTHQE
SSVRSSPEIAPSDVTDESEAVTVAGN
EKVTPRFDDDKHSKEEDPFNVESSS
LTDAVADTNLDFFQSDPFVGSDPFK
DDPFGKIDPFGGDPFKGSDPFASDC
FFKQTSTDPFTTSSTDPFSASSNSSN
TSVETWKHNDPFAPGGTVVAAASDS
IATDPFASVFGNESFGDGFADFSTLS
KVNNEDAFNPTISSSTSSVTIAKPML
EETASKSEDVPPALPPKVGTPTRPCP
PPPGKRPINKLDSSDPLKLNDPFQPF
PGNDSPKEKDPDMFCDPFTSSTTTN
KEADPSNFANFSAYPSEEDMIEWAK
RESEREEEQRLARLNQQEQEDLELA
IALSKSEISEA




