UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular |extracellular cytosol \nucleus mitochndrion wenqoplasmlc golgi plasma extl_‘acellular
ID name sites reticulum apparatus membrane [region
P42568 IAF9_HUMAN [Homo Protein |18.379595 S211 S288;5294;5412;S419;S483 (30379171 [MASSCAVQVKLELGHRAQVRKKPTV (True False 4.69 4.869 |2.086 1.293 1.248 1.835 4.348

sapiens  |AF-9 EGFTHDWMVFVRGPEHSNIQHFVE

KVVFHLHESFPRPKRVCKDPPYKVE
ESGYAGFILPIEVYFKNKEEPRKVRF
DYDLFLHLEGHPPVNHLRCEKLTFN
NPTEDFRRKLLKAGGDPNRSIHTSS
SSSSSSSSSSSSSSSSSSSSSSSSSSS
SSSSSSSSSSSSSTSFSKPHKLMKEH
KEKPSKDSREHKSAFKEPSRDHNKS
SKESSKKPKENKPLKEEKIVPKMAF
KEPKPMSKEPKPDSNLLTITSGQDK
KAPSKRPPISDSEELSAKKRKKSSSE
IALFKSFSSAPPLILTCSADKKQIKDKS
HVKMGKVKIESETSEKKKSTLPPFD
DIVDPNDSDVEENISSKSDSEQPSPA
SSSSSSSSSFTPSQTRQQGPLRSIMK
DLHSDDNEEESDEVEDNDNDSEME
RPVNRGGSRSRRVSLSDGSDSESSS
IASSPLHHEPPPPLLKTNNNQILEVKS
PIKQSKSDKQIKNGECDKAYLDELVE
LHRRLMTLRERHILQQIVNLIEETGH
FHITNTTFDFDLCSLDKTTVRKLQSY
LETSGTS




