
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P42695 CNDD3_HUMAN Homo
sapiens

Condensin-
2	complex
subunit	D3

32.819946 T1437 S567;S1329;T1331;S1348;S1357;S1
372;T1379;S1382;S1384

40914422;38253038 MVALRGLGSGLQPWCPLDLRLEWV
DTVWELDFTETEPLDPSIEAEIIETGL
AAFTKLYESLLPFATGEHGSMESIW
TFFIENNVSHSTLVALFYHFVQIVHK
KNVSVQYREYGLHAAGLYFLLLEVP
GSVANQVFHPVMFDKCIQTLKKSW
PQESNLNRKRKKEQPKSSQANPGR
HRKRGKPPRREDIEMDEIIEEQEDE
NICFSARDLSQIRNAIFHLLKNFLRL
LPKFSLKEKPQCVQNCIEVFVSLTNF
EPVLHECHVTQARALNQAKYIPELA
YYGLYLLCSPIHGEGDKVISCVFHQM
LSVILMLEVGEGSHRAPLAVTSQVIN
CRNQAVQFISALVDELKESIFPVVRIL
LQHICAKVVDKSEYRTFAAQSLVQLL
SKLPCGEYAMFIAWLYKYSRSSKIPH
RVFTLDVVLALLELPEREVDNTLSLE
HQKFLKHKFLVQEIMFDRCLDKAPT
VRSKALSSFAHCLELTVTSASESILE
LLINSPTFSVIESHPGTLLRNSSAFSY
QRQTSNRSEPSGEINIDSSGETVGSG
ERCVMAMLRRRIRDEKTNVRKSALQ
VLVSILKHCDVSGMKEDLWILQDQC
RDPAVSVRKQALQSLTELLMAQPRC
VQIQKAWLRGVVPVVMDCESTVQEK
ALEFLDQLLLQNIRHHSHFHSGDDS
QVLAWALLTLLTTESQELSRYLNKA
FHIWSKKEKFSPTFINNVISHTGTEH
SAPAWMLLSKIAGSSPRLDYSRIIQS
WEKISSQQNPNSNTLGHILCVIGHIA
KHLPKSTRDKVTDAVKCKLNGFQW
SLEVISSAVDALQRLCRASAETPAEE
QELLTQVCGDVLSTCEHRLSNIVLK
ENGTGNMDEDLLVKYIFTLGDIAQL
CPARVEKRIFLLIQSVLASSADADHS
PSSQGSSEAPASQPPPQVRGSVMPS
VIRAHAIITLGKLCLQHEDLAKKSIPA
LVRELEVCEDVAVRNNVIIVMCDLCI
RYTIMVDKYIPNISMCLKDSDPFIRK
QTLILLTNLLQEEFVKWKGSLFFRFV
STLIDSHPDIASFGEFCLAHLLLKRN
PVMFFQHFIECIFHFNNYEKHEKYN
KFPQSEREKRLFSLKGKSNKERRMK
IYKFLLEHFTDEQRFNITSKICLSILA
CFADGILPLDLDASELLSDTFEVLSS
KEIKLLAMRSKPDKDLLMEEDDMAL
ANVVMQEAQKKLISQVQKRNFIENII
PIIISLKTVLEKNKIPALRELMHYLRE
VMQDYRDELKDFFAVDKQLASELEY
DMKKYQEQLVQEQELAKHADVAGT
AGGAEVAPVAQVALCLETVPVPAGQ
ENPAMSPAVSQPCTPRASAGHVAVS
SPTPETGPLQRLLPKARPMSLSTIAIL
NSVKKAVESKSRHRSRSLGVLPFTL
NSGSPEKTCSQVSSYSLEQESNGEIE
HVTKRAISTPEKSISDVTFGAGVSYIG
TPRTPSSAKEKIEGRSQGNDILCLSL
PDKPPPQPQQWNVRSPARNKDTPA
CSRRSLRKTPLKTAN

True False 2.125 4.548 1.012 0.747 False 0.797 0.662


