UniprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion eno.loplasmlc golgi plasma extl:acellular
ID mnmame sites sites reticulum |apparatus membrane [region
P42702 LIFR_ HUMAN |Homo Leukemia [25.090618 S245;S792(5927;S1044 35289036 | MMDIYVCLKRPSWMVDNKRMRTAS [None None None [None None None None None None
sapiens inhibitory NFQWLLSTFILLYLMNQVNSQKKGA
factor PHDLKCVITNNLQVWNCSWKAPSGT
receptor GRGTDYEVCIENRSRSCYQLEKTSIK

IPALSHGDYEITINSLHDFGSSTSKFT
LNEQNVSLIPDTPEILNLSADFSTST
LYLKWNDRGSVFPHRSNVIWEIKVL
RKESMELVKLVTHNTTLNGKDTLH
HWSWASDMPLECAIHFVEIRCYIDN
LHFSGLEEWSDWSPVKNISWIPDSQ
TKVFPQDKVILVGSDITFCCVSQEKV
LSALIGHTNCPLIHLDGENVAIKIRNI
SVSASSGTNVVFTTEDNIFGTVIFAG
YPPDTPQQLNCETHDLKEIICSWNP
GRVTALVGPRATSYTLVESFSGKYVR
LKRAEAPTNESYQLLFQMLPNQEIY
NFTLNAHNPLGRSQSTILVNITEKVY
PHTPTSFKVKDINSTAVKLSWHLPG
NFAKINFLCEIEIKKSNSVQEQRNVT
IKGVENSSYLVALDKLNPYTLYTFRIR
CSTETFWKWSKWSNKKQHLTTEAS
PSKGPDTWREWSSDGKNLIIYWKPL
PINEANGKILSYNVSCSSDEETQSLS
EIPDPQHKAEIRLDKNDYIISVVAKN
SVGSSPPSKIASMEIPNDDLKIEQVV
GMGKGILLTWHYDPNMTCDYVIKW
CNSSRSEPCLMDWRKVPSNSTETVI
ESDEFRPGIRYNFFLYGCRNQGYQL
LRSMIGYIEELAPIVAPNFTVEDTSA
DSILVKWEDIPVEELRGFLRGYLFYF
GKGERDTSKMRVLESGRSDIKVKNI
TDISQKTLRIADLQGKTSYHLVLRAY
TDGGVGPEKSMYVVTKENSVGLIIAI
LIPVAVAVIVGVVTSILCYRKREWIKE
TFYPDIPNPENCKALQFQKSVCEGS
SALKTLEMNPCTPNNVEVLETRSAF
PKIEDTEIISPVAERPEDRSDAEPEN
HVVVSYCPPIIEEEIPNPAADEAGGT
AQVIYIDVQSMYQPQAKPEEEQEND
PVGGAGYKPQMHLPINSTVEDIAAE
EDLDKTAGYRPQANVNTWNLVSPD
SPRSIDSNSEIVSFGSPCSINSRQFLI
PPKDEDSPKSNGGGWSFTNFFQNK
PND




