UniprotKB

oglcnac

ID Entry name organism full name oglcnacscore sites phosphorylation sites PMIDS sequence
P42704 LPPRC HUMAN [Homo Leucine-rich [15.998053 T112;T1113|S1026;S1027;S1029;T1136;S1138|30379171;30620550;26853435;303 [MAALLRSARWLLRAGAAPRLPLSLR
sapiens |PPR motif- 97120;28510447;30444036;332145 [LLPGGPGRLHAASYLPAARAGPVAG
containing 51;35083852;32870666;34725712;2 |GLLSPARLYAIAAKEKDIQEESTFSSR
protein, 3301498;32119511 KISNQFDWALMRLDLSVRRTGRIPK
mitochondrial KLLQKVENDTCRSGGLGGSHALLLL

RSCGSLLPELKLEERTEFAHRIWDTL
QKLGAVYDVSHYNALLKVYLQNEYK
FSPTDFLAKMEEANIQPNRVTYQRLI
ASYCNVGDIEGASKILGFMKTKDLPV
TEAVFSALVTGHARAGDMENAENIL
TVMRDAGIEPGPDTYLALLNAYAEK
GDIDHVKQTLEKVEKSELHLMDRDL
LQIIFSFSKAGYPQYVSEILEKVTCER
RYIPDAMNLILLLVTEKLEDVALQILL
ACPVSKEDGPSVFGSFFLQHCVTMN
TPVEKLTDYCKKLKEVQMHSFPLQF
TLHCALLANKTDLAKALMKAVKEEG
FPIRPHYFWPLLVGRRKEKNVQGIIE
ILKGMQELGVHPDQETYTDYVIPCF
DSVNSARAILQENGCLSDSDMFSQA
GLRSEAANGNLDFVLSFLKSNTLPIS
LQSIRSSLLLGFRRSMNINLWSEITE
LLYKDGRYCQEPRGPTEAVGYFLYN
LIDSMSDSEVQAKEEHLRQYFHQLE
KMNVKIPENIYRGIRNLLESYHVPEL
IKDAHLLVESKNLDFQKTVQLTSSEL
ESTLETLKAENQPIRDVLKQLILVLC
SEENMQKALELKAKYESDMVTGGY
AALINLCCRHDKVEDALNLKEEFDR
LDSSAVLDTGKYVGLVRVLAKHGKL
QDAINILKEMKEKDVLIKDTTALSFF
HMLNGAALRGEIETVKQLHEAIVTL
GLAEPSTNISFPLVTVHLEKGDLSTA
LEVAIDCYEKYKVLPRIHDVLCKLVE
KGETDLIQKAMDFVSQEQGEMVML
YDLFFAFLQTGNYKEAKKIIETPGIRA
RSARLQWFCDRCVANNQVETLEKL
VELTQKLFECDRDQMYYNLLKLYKI
NGDWQRADAVWNKIQEENVIPREK
TLRLLAEILREGNQEVPFDVPELWYE
DEKHSLNSSSASTTEPDFQKDILIAC
RLNQKKGAYDIFLNAKEQNIVFNAE
TYSNLIKLLMSEDYFTQAMEVKAFA
ETHIKGFTLNDAANSRLIITQVRRDY
LKEAVTTLKTVLDQQQTPSRLAVTRV
IQALAMKGDVENIEVVQKMLNGLED
SIGLSKMVFINNIALAQIKNNNIDAAI
ENIENMLTSENKVIEPQYFGLAYLFR
KVIEEQLEPAVEKISIMAERLANQFAI
YKPVTDFFLQLVDAGKVDDARALLQ
RCGAIAEQTPILLLFLLRNSRKQGKA
STVKSVLELIPELNEKEEAYNSLMKS
YVSEKDVTSAKALYEHLTAKNTKLD
DLFLKRYASLLKYAGEPVPFIEPPESF
EFYAQQLRKLRENSS




