UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi

ID sites reticulum |appara

P42765 THIM_HUMAN [Homo 3-ketoacyl- [20.223187 T362 T119;S121;T127;T136;S140;S310;S |34229054;40596516;38665916;409 [MALLRGVFVVAAKRTPFGAYGGLLK [True False 2.758 |4.406 (5.0 2.478 1.618
sapiens  |CoA thiolase, 333 14422;28510447;38253038

mitochondrial

DFTATDLSEFAAKAALSAGKVSPETV
DSVIMGNVLQSSSDAIYLARHVGLR
VGIPKETPALTINRLCGSGFQSIVNG
CQEICVKEAEVVLCGGTESMSQAPY
CVRNVRFGTKLGSDIKLEDSLWVSL
TDQHVQLPMAMTAENLAVKHKISR
EECDKYALQSQQRWKAANDAGYFN
DEMAPIEVKTKKGKQTMQVDEHAR
PQTTLEQLQKLPPVFKKDGTVTAGN
IASGVADGAGAVIIASEDAVKKHNFTP
LARIVGYFVSGCDPSIMGIGPVPAISG
IALKKAGLSLKDMDLVEVNEAFAPQY
LAVERSLDLDISKTNVNGGAIALGHP
LGGSGSRITAHLVHELRRRGGKYAV
GSACIGGGQGIAVIIQSTA




