}Jl;l iprotkB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi pl
name sites reticulum |apparatus m
P42932 'TCPQ_MOUSE [Mus T- 41.645208 NaN S23;T30;5162;5269;S317;T505;S53 |40684658;37453647;29187734;247 |MALHVPKAPGFAQMLKDGAKHFSG [True False 5.0 2.0 0.141 False False Fe

musculus |[complex 7 88674;39627609;22645316 LEEAVYRNIQACKELAQTTRTAYGPN

protein GMNKMVINRLEKLFVTNDAATILRE

1 LEVQHPAAKMIVMASHMQEQEVGD

subunit GTNFVLVFAGALLELAEELLRIGLSV

theta

SEVISGYEIACKKAHEILPELVCCSAK
NLRDVDEVSSLLRTSIMSKQYGSET
FLAKLIAQACVSIFPDSGNFNVDNIR
IVCKILGSGIYSSSVLHGMVFKKETEG
DVTSVKDAKIAVYSCPFDGMITETKG
TVLIKTAEELMNFSKGEENLMDAQV
KAJAGTGANVIVTGGKVADIALHYAN
KYNIMLVRLNSKWDLRRLCKTVGAT
IALPKLTPPVQEEMGHCDSVYLSEVG
DTQVVVFKHEKEDGAISTIVLRGSTD
NLMDDIERAVDDGVNTFKVLTRDKR
LVPGGGATEIELAKQITSYGETCPGL
EQYAIKKFAEAFEAIPRALAENSGVK
IANEVISKLYSVHQEGNKNVGLDIEA
EVPAVKDMLEASILDTYLGKYWAIKL
IATNAAVTVLRVDQIIMAKPAGGPKPP
SGKKDWDDDQND




