UniprotKB Entry name [organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasm
ID name sites reticulum apparatus memh
P43276 H15_MOUSE Mus Histone |30.874329 NaN S2;S18;T36;T135;T152;S170;S186(36288343;39627609;39927985;333 [MSETAPAETAAPAPVEKSPAKKKTTK [False False 1.186 ([3.406 [False False False False
musculus [H1.5 00544 KAGAAKRKATGPPVSELITKAVSASK
ERGGVSLPALKKALAAGGYDVEKNN

SRIKLGLKSLVSKGTLVQTKGTGASG
SFKLNKKAASGEAKPKAKKTGAAKA
KKPAGATPKKPKKTAGAKKTVKKTP
KKAKKPAAAGVKKVAKSPKKAKAAA
KPKKAAKSPAKPKAVKSKASKPKVTK
PKTAKPKAAKAKKAVSKKK




