UniprotKB Entry name [organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:acellu

ID name sites sites reticulum |apparatus membrane region

P43277 H13_MOUSE Mus Histone |36.180785 NaN S2;T18;S105 29187734;29125738;33300544;362 [MSETAPAAPAAPAPVEKTPVKKKAK ([True False 1.46 5.0 False False False False False
musculus [H1.3 88343;39927985 KTGAAAGKRKASGPPVSELITKAVAA

SKERSGVSLAALKKALAAAGYDVEK
NNSRIKLGLKSLVSKGTLVQTKGTG
IASGSFKLNKKAASGEAKPKAKKAGA
IAKAKKPAGAAKKPKKATGAATPKKT
IAKKTPKKAKKPAAAAGAKKVSKSPK
KVKAAKPKKAAKSPAKAKAPKAKAS
KPKASKPKATKAKKAAPRKK




