}Jl;l iprotKB Entry name |organism full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasm:
sites reticulum apparatus memb:
P43308 SSRB_HUMAN [Homo Translocon- 27.793915 S87;590;T92;S107 [NaN 39534244;28510447;30059200;352 |MRLLSFVVLALFAVTQAEEGARLLA |False True 1.616 [1.75 1.341 5.0 1.585 1.37
sapiens |associated 89036;35254053 SKSLLNRYAVEGRDLTLQYNIYNVGS
protein SAALDVELSDDSFPPEDFGIVSGML
subunit NVKWDRIAPASNVSHTVVLRPLKAG
beta YENFTSATITYLAQEDGPVVIGSTSAP
GQGGILAQREFDRRFSPHFLDWAAF
GVMTLPSIGIPLLLWYSSKRKYDTPK
TKKN




