UniprotkB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi - extl:acellular
ID mame sites sites reticulum apparatus membrane region
P43352 RAD52 MOUSE Mus DNA 36.83566 T313 T105;S200;T339 40885482 MAGPEEAVHRGCDNHPPFVGGKSV [True False 2.955 [4.788 1.841 1.171 0.526 1.378 1.291
musculus [repair LLFGQSQYTADEYQAIQKALRQRLGP
protein EYISSRMAGGGQKVCYIEGHRVINLA
RAD52 NEMFGYNGWAHSITQQNVDFVDLN
homolog NGKFYVGVCAFVKVQLKDGSYHEDV

GYGVSEGLRSKALSLEKARKEAVTD
GLKRALRSFGNALGNCILDKDYLRS
LNKLPRQLPLDVDLTKTKREDFEPS
VEQARYNSCRQNEALGLPKPQEVTS
PCRSSPPHDSNIKLQGAKDISSSCSL
AATLESDATHQRKLRKLRQKQLQQQ
FREQMETRRQSHAPAEEVAAKHAA
VLPAPPKHSTPVTAASELLQEKVVFP
DNLEENLEMWDLTPDLEDIIKPLCR
AEPAQTSATRTFNNQDSVPHIHCHQ
KPQEKPGPGHLQTCNTNQHVLGSR
EDSEPHRKSQDLKKRKLDPS




