
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

P43403 ZAP70_HUMAN Homo
sapiens

Tyrosine-
protein
kinase
ZAP-70

29.956363 S497 T248;S289;T292;T315;T319;T492;T
493

27655845;29351928 MPDPAAHLPFFYGSISRAEAEEHLK
LAGMADGLFLLRQCLRSLGGYVLSL
VHDVRFHHFPIERQLNGTYAIAGGK
AHCGPAELCEFYSRDPDGLPCNLRK
PCNRPSGLEPQPGVFDCLRDAMVR
DYVRQTWKLEGEALEQAIISQAPQVE
KLIATTAHERMPWYHSSLTREEAER
KLYSGAQTDGKFLLRPRKEQGTYAL
SLIYGKTVYHYLISQDKAGKYCIPEGT
KFDTLWQLVEYLKLKADGLIYCLKEA
CPNSSASNASGAAAPTLPAHPSTLT
HPQRRIDTLNSDGYTPEPARITSPDK
PRPMPMDTSVYESPYSDPEELKDKK
LFLKRDNLLIADIELGCGNFGSVRQG
VYRMRKKQIDVAIKVLKQGTEKADT
EEMMREAQIMHQLDNPYIVRLIGVC
QAEALMLVMEMAGGGPLHKFLVGK
REEIPVSNVAELLHQVSMGMKYLEE
KNFVHRDLAARNVLLVNRHYAKISD
FGLSKALGADDSYYTARSAGKWPLK
WYAPECINFRKFSSRSDVWSYGVTM
WEALSYGQKPYKKMKGPEVMAFIE
QGKRMECPPECPPELYALMSDCWIY
KWEDRPDFLTVEQRMRACYYSLASK
VEGPPGSTQKAEAACA

True True 4.68 3.327 2.09 2.152 1.826 5.0 2.726


