UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular

ID name sites sites reticulum apparatus membrane region

P43406 ITAV_MOUSE Mus Integrin |37.975063 T76;S617 [NaN 33300544;40885482 MAAPGRLLLRPRPGGLLLLLPGLLLP |False True 3.329 [2.565 [2.225 2.021 1.652 5.0 2.77
musculus |alpha-V LADAFNLDVESPAEYAGPEGSYFGF

IAVDFFEPSTSSRMFLLVGAPKANTT
QPGIVEGGQVLKCECSSSRRCQPIEF
DSTGNRDYAKDDPLEFKSHQWFGA
SVRSKQDKILACAPLYHWRTEMKQE
REPVGTCFLQDGTKTVEYAPCRSKNI
DADGQGFCQGGFSIDFTKADRVLLG
GPGSFYWQGQLISDQVAEIISKYDPN
IVYSIKYNNQLATRTAQAIFDDSYLGY
SVAVGDFNGDGIEDFVSGVPRAART
LGMVYIYDGKNMSSLHNFTGEQMA
IAYFGFSVAATDINGDDYADVFIGAPL
FMDRGSDGKLQEVGQVSVSLQRAV
GDFQTTKLNGFEVFARFGSAIAPLG
DLDQDGFNDIAIAAPYGGEDKKGLV
'YIFNGRSTGLNSVPSQILEGQWAAQ
SMPPSFGYSMKGATDVDRNGYPDL
IVVGAFGVDRAVLYRARPVVTVNAGL
EVYPSILNQDNKICPLPGTALKVSCF
NVRFCLKADGKGTLPRKLHFQVELL
LDKLKQKGAIRRALFLHNRSPVHSK
TMTVFRGGQMQCEELVAYLRDESE
FRDKLTPITIFMEYRLDQRTAADATG
LQPILNQFTPANVSRQAHILLDCGED
NVCKPKLEVSVNSDQKKIYIGDDNP
LTLTVKAQNQGEGAYEAELIVSIPPQ
IADFIGVVRNNEALARLSCAFKTENQ
TRQVVCDLGNPMKAGTQLLAGLRFS
IVHQQSEMDTSVKFDLKIQSSNSFDN
IVSPVVSYKVDLAVLAAVEIRGVSSPD
HIFLPIPNWEYKENPETEEDVGPIVQ
HIYELRNNGPSSFSKAILNLQWPYKY
NNNTLLYILHYDIDGPMNCTADTEI
NPLRIKTPEKNDTAAAGQGERNHLI
TKRDLTLREGDVHTLGCGIAKCLQIT
CQVGRLDRGKSAILYVKSLLWTETF
MNKENQNHSYSLKSSASFNIIEFPY
KNLPIEDLFNSTLVTTNITWGIQPAP
MPVPVWVIILAVLAGLLLLAVLVFVM
YRMGFFKRVRPPQEEQEREQLQPH
ENGEGNSET




