UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en('loplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
P43489 TNR4_HUMAN [Homo Tumor 26.21016 S199 NaN 29351928 MCVGARRLGRGPCAALLLLGLGLST |False True 2.279 |2.756  [2.225 1.919 1.682 4.806 3.596
sapiens |necrosis VTGLHCVGDTYPSNDRCCHECRPG

factor NGMVSRCSRSQNTVCRPCGPGFYN

receptor DVVSSKPCKPCTWCNLRSGSERKQL

superfamily CTATQDTVCRCRAGTQPLDSYKPGV

member 4 DCAPCPPGHFSPGDNQACKPWTNC

TLAGKHTLQPASNSSDAICEDRDPP
ATQPQETQGPPARPITVQPTEAWPRT
SQGPSTRPVEVPGGRAVAAILGLGLV
LGLLGPLAILLALYLLRRDQRLPPDA
HKPPGGGSFRTPIQEEQADAHSTLA
KI




