UniprotKB Entry name |organism full name joglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi N extl:acellular
ID sites sites reticulum apparatus membrane [region
P43582 WWM1 YEAST [Saccharomyces [WW 24.475439 NaN S75;T78 33229814 MAQSKSNPPQVPSGWKAVFDDEYQ |None None None [None None None None None None
cerevisiae domain- TWYYVDLSTNSSQWEPPRGTTWPRP
containing KGPPPGVNNEKSSRQQADQAPPPYS
protein SQSTPQVQAGAQAQQPRYYQPQQPQ
WWM1 YPQYPQQQRYYPQQAPMPAAAPQQA

YYGTAPSTSKGSGHGGAMMGGLLG
VGAGLLGGAMLEHAFDDHNYDGPD
TVVVENNYYGDDAGGSDGGFDDAG

GFDGGFDDGFDGSDF




