UniprotKB Entry name |organism ffull oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:acellu]

ID mame sites sites reticulum |apparatus membrane region

P43883 PLIN2_MOUSE |Mus Perilipin-|33.673695 S45;5107(S213;T230 36852467;37453647;36084651 MAAAVVDPQQSVVMRVANLPLVSST [True True 5.0 5.0 2.852 2.559 1.922 5.0 2.963
musculus |2 'YDLVSSAYVSTKDQYPYLRSVCEMA

EKGVKTVTSAAMTSALPIIQKLEPQIA
VANTYACKGLDRMEERLPILNQPTS
EIVASARGAVTGAKDVVTTTMAGAK
DSVASTVSGVVDKTKGAVTGSVERT
KSVVNGSINTVLGMVQFMNSGVDN
AITKSELLVDQYFPLTQEELEMEAKK
VEGFDMVQKPSNYERLESLSTKLCS
RAYHQALSRVKEAKQKSQETISQLH
STVHLIEFARKNMHSANQKIQGAQD
KLYVSWVEWKRSIGYDDTDESHCVE
HIESRTLAIARNLTQQLQTTCQTVLV
NAQGLPQNIQDQAKHLGVMAGDIYS
VFRNAASFKEVSDGVLTSSKGQLQK
MKESLDEVMDYFVNNTPLNWLVGP
FYPQSTEVNKASLKVQQSEVKAQ




