UniprotKB

D Entry name |organism [full name joglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_a(
sites sites reticulum |apparatus membrane regiox
P45377 IALD2_MOUSE [Mus Aldose 40.376353 NaN NaN 21540332;22645316;25153642;375 |MATFVELSTKAKMPIVGLGTWKSPP [True False 4.43 2.521 [3.778 1.247 0.63 1.323 1.534
musculus [reductase- 07081;28135057;28528544 NQVKEAVKAAIDAGYRHIDCAYAYC
related NENEVGEAIQEKIKEKAVQREDLFIV
protein 2 SKLWPTCFEKKLLKEAFQKTLTDLK

LDYLDLYLIHWPQGLQPGKELFPKD

DQGRILTSKTTFLEAWEGMEELVDQ
GLVKALGVSNFNHFQIERLLNKPGL
KHKPVTNQVECHPYLTQEKLIQYCH
SKGISVTAYSPLGSPDRPSAKPEDPS

LLEDPKIKEIAAKHEKTSAQVLIRFHI
QRNVVVIPKSVTPSRIQENIQVFDFQ
LSDEEMATILSFNRNWRACLLPETV
NMEEYPYDAEY




