
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum

0

P46087 NOP2_HUMAN Homo
sapiens

28S	rRNA
(cytosine(4447)-
C(5))-
methyltransferase

19.337525 S36;S40;T573;T668 S36;S58;S67;S181;T185;T195;S666;
S675;S732;S734;T739;T776;S786;S
801;S812

34725712;38665916;34019948;332
14551;34229054;31373491;325228
76;32119511;40596516;29351928;3
8253038

MGRKLDPTKEKRGPGRKARKQKGA
ETELVRFLPAVSDENSKRLSSRARK
RAAKRRLGSVEAPKTNKSPEAKPLP
GKLPKGISAGAVQTAGKKGPQSLFN
APRGKKRPAPGSDEEEEEEDSEEDG
MVNHGDLWGSEDDADTVDDYGAD
SNSEDEEEGEALLPIERAARKQKAR
EAAAGIQWSEEETEDEEEEKEVTPE
SGPPKVEEADGGLQINVDEEPFVLPP
AGEMEQDAQAPDLQRVHKRIQDIVG
ILRDFGAQREEGRSRSEYLNRLKKD
LAIYYSYGDFLLGKLMDLFPLSELVE
FLEANEVPRPVTLRTNTLKTRRRDL
AQALINRGVNLDPLGKWSKTGLVVY
DSSVPIGATPEYLAGHYMLQGASSM
LPVMALAPQEHERILDMCCAPGGKT
SYMAQLMKNTGVILANDANAERLK
SVVGNLHRLGVTNTIISHYDGRQFP
KVVGGFDRVLLDAPCSGTGVISKDPA
VKTNKDEKDILRCAHLQKELLLSAID
SVNATSKTGGYLVYCTCSITVEENE
WVVDYALKKRNVRLVPTGLDFGQEG
FTRFRERRFHPSLRSTRRFYPHTHN
MDGFFIAKFKKFSNSIPQSQTGNSE
TATPTNVDLPQVIPKSENSSQPAKKA
KGAAKTKQQLQKQQHPKKASFQKL
NGISKGADSELSTVPSVTKTQASSSF
QDSSQPAGKAEGIREPKVTGKLKQR
SPKLQSSKKVAFLRQNAPPKGTDTQ
TPAVLSPSKTQATLKPKDHHQPLGR
AKGVEKQQLPEQPFEKAAFQKQNDT
PKGPQPPTVSPIRSSRPPPAKRKKSQ
SRGNSQLLLS

True False 1.484 5.0 False False


