UniprotKB Entry organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane region
P46101 DPP6 RAT [Rattus A-type 23.439218 NaN NaN 38843836 MASLYQRFTGKINTSRSFPAPPEASH [False True 1.805 |2.282 1.459 1.341 0.896 5.0 1.76
norvegicus [potassium LLGGQGPEEDAGSKPLGPQAQAVAP

channel RERGGAGGRPRFQYQARSDCDEED

modulatory ELVGSNPPQRNWKGIAIALLVILVICS

[protein LIVTSVILLTPAEDTSLSQKKKVTVED

DPP6 LFSEDFKIHDPEAKWISDKEFIYRER

KGSVILRNVETNNSTVLIEGKKIESL
RAIRYEISPDKEYALFSYNVEPVYQH
SHTGYYVLSKIPHGDPQSLDPPEVSN
AKLQYAGWGPKGQQLIFIFENNIYYC
AHVGKQAIRVVSTGKEGVIYNGLSD
WLYEEEILKSHIAHWWSPDGTRLAY
ATINDSRVPLMELPTYTGSVYPTVKP
YHYPKAGSENPSISLHVIGLNGPTHD
LEMMPPDDPRMREYYITMVKWATS
TKVAVTWLNRAQNVSILTLCDATTG
VCTKKHEDESEAWLHRQNEEPVFS
KDGRKFFFVRAIPQGGRGKFYHITVS
SSQPNSSNDNIQSITSGDWDVTEILT
YDEKRNKLYFLSTEDLPRRRHLYSA
NTVDDFNRQCLSCDLVENCTYVSAS
FSHNMDFFLLKCEGPGVPTVTVHN
TTDKRRMFDLEANEQVQKAIYDRQ
MPKIEYRKIEVEDYSLPMQILKPATF
TDTAHYPLLLVVDGTPGSQSVSERFE
VIWETVLVSSHGAVVVKCDGRGSGF
QGTKLLHEVRRRLGFLEEKDQMEA
VRTMLKEQYIDKTRVAVFGKDYGGY
LSTYILPAKGENQGQTFTCGSALSPI
TDFKLYASAFSERYLGLHGLDNRAY
EMTKLAHRVSALEDQQFLITHATAD
EKIHFQHTAELITQLIKGKANYSLQIY
PDESHYFHSVALKQHLYRSIIGFFVE
CFRIQDKLPTATAKEDEEED




