
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P46460 NSF_MOUSE Mus
musculus

Vesicle-
fusing
ATPase

29.185516 NaN S207;T259;S569 39627609;33300544;37507081;406
84658

MAGRTMQAARCPTDELSLSNCAVV
NEKDFQSGQHVMVRTSPNHKYIFTL
RTHPSVVPGCIAFSLPQRKWAGLSIG
QDIEVALYSFDKAKQCIGTMTIEIDFL
QKKNIDSNPYDTDKMAAEFIQQFNN
QAFSVGQQLVFSFNDKLFGLLVKDI
EAMDPSILKGEPASGKRQKIEVGLVV
GNSQVAFEKAENSSLNLIGKAKTKE
NRQSIINPDWNFEKMGIGGLDKEFS
DIFRRAFASRVFPPEIVEQMGCKHV
KGILLYGPPGCGKTLLARQIGKMLNA
REPKVVNGPEILNKYVGESEANIRKL
FADAEEEQRRLGANSGLHIIIFDEID
AICKQRGSMAGSTGVHDTVVNQLLS
KIDGVEQLNNILVIGMTNRPDLIDEA
LLRPGRLEVKMEIGLPDEKGRLQILH
IHTARMRGHQLLSADVDIKELAVET
KNFSGAELEGLVRAAQSTAMNRHIK
ASTKVEVDMEKAESLQVTRGDFLAS
LENDIKPAFGTNQEDYASYIMNGIIK
WGDPVTRVLDDGELLVQQTKNSDR
TPLVSVLLEGPPHSGKTALAAKIAEE
SNFPFIKICSPDKMIGFSETAKCQAM
KKIFDDAYKSQLSCVVVDDIERLLDY
VPIGPRFSNLVLQALLVLLKKAPPQG
RKLLIIGTTSRKDVLQEMEMLNAFS
TTIHVPNIATGEQLLEALELLGNFKD
KERTTIAQQVKGKKVWIGIKKLLMLI
EMSLQMDPEYRVRKFLALMREEGA
SPLDFD

False False 3.527 1.172 False False 2.0 2.112 False


