UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extn:acellular
ID name sites sites reticulum apparatus membrane region
P46467 'VPS4B_MOUSE [Mus \Vacuolar (22.380232 NaN S102;S108;S410 (37507081 [MASTNTNLQKAIDLASKAAQEDKAG [True False 5.0 4.531 1.237 1.202 1.306 4.357 1.792
musculus [protein NYEEALQLYQHAVQYFLHVVKYEAQ

sorting- GDKAKQSIRAKCTEYLDRAEKLKEYL

associated KKKEKKPQKPVKEEQSGPVDEKGN

protein DSDGEAESDDPEKKKLQNQLQGAIV

4B IERPNVKWSDVAGLEGAKEALKEAVI

LPIKFPHLFTGKRTPWRGILLFGPPG
TGKSYLAKAVATEANNSTFFSISSSD
LVSKWLGESEKLVKNLFQLARENKP
SIIFIDEIDSLCGSRSENESEAARRIK
TEFLVQMQGVGVDNDGILVLGATNI
PWVLDSAIRRRFEKRIYIPLPEAHAR
AAMFRLHLGSTQNSLTEADFQELGR
KTDGYSGADISIIVRDALMQPVRKVQ
SATHFKKVRGPSRADPNCIVNDLLT
PCSPGDPGAIEMTWMDVPGDKLLEP
VVSMWDMLRSLSSTKPTVNEQDLL
KLKKFTEDFGQEG




