UniprotkB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl_‘acellular
ID sites sites reticulum apparatus membrane region
P46737 BRCC3_MOUSE Mus Lys-63- 25.685855 NaN S233 39627609 | MAVQVVQAVQAVHLESDAFLVCLN [True False 2.35 4.528 [1.573 1.118 0.972 1.411 1.251
musculus |specific HALSTEKEEVMGLCIGELNDDIRSD
deubiquitinase SKFTYTGTEMRTVQEKMDTIRIVHIH
BRCC36 SVIILRRSDKRKDRVEISPEQLSAAST

EAERLAELTGRPMRVVGWYHSHPHI
TVWPSHVDVRTQAMYQMMDQGFV
GLIFSCFIEDKNTKTGRVLYTCFQSI
QAQKSSEYERIEIPIHIVPHITIGKVCL
ESAVELPKILCQEEQDAYRRIHSLTH
LDSVTKIHNGSVFTKNLCSQMSAVS
GPLLQWLEDRLEQNQQHLQELQQE
KEELMEELSSLE




