
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

P46935 NEDD4_MOUSE Mus
musculus

E3
ubiquitin-
protein
ligase
NEDD4

56.405579 T370;S371;T375;S376 S215;T287;S309;S380;S385 24788674;22517741;22645316;333
00544;40885482;34887587;368524
67;37507081;21540332;25153642;2
8528544;39627609

MSSDMAADESEAPVLSEDEVWEFC
LDKTEDGGGSPGSDVTDTCEPPCGC
WELNPNSLEEEHVLFTADPYLELHN
DDTRVVRVKVIAGIGLAKKDILGASD
PYVRVTLYDPMSGILTSVQTKTIKKS
LNPKWNEEILFRVLPQRHRILFEVF
DENRLTRDDFLGQVDVPLYPLPTEN
PRMERPYTFKDFVLHPRSHKSRVKG
YLRLKMTYLPKNGSEDENADQAEEL
EPGWVVLDQPDAATHLPHPPEPSPL
PPGWEERQDVLGRTYYVNHESRRT
QWKRPSPDDDLTDEDNDDMQLQA
QRAFTTRRQISEDVDGPDNRESPEN
WEIVREDENTEYSGQAVQSPPSGHI
DVQTHLAEEFNTRLAVCGNPATSQP
VTSSNHSSRGGSLQTCIFEEQPTLPV
LLPTSSGLPPGWEEKQDDRGRSYYV
DHNSKTTTWSKPTMQDDPRSKIPAH
LRGKTDSNDLGPLPPGWEERTHTD
GRVFFINHNIKKTQWEDPRLQNVAI
TGPAVPYSRDYKRKYEFFRRKLKKQT
DIPNKFEMKLRRANILEDSYRRIMG
VKRADLLKARLWIEFDGEKGLDYGG
VAREWFFLISKEMFNPYYGLFEYSA
TDNYTLQINPNSGLCNEDHLSYFKFI
GRVAGMAVYHGKLLDGFFIRPFYKM
MLQKLITLHDMESVDSEYYSSLRWI
LENDPTELDLRFIIDEELFGQTHQHE
LKTGGSEIVVTNKNKKEYIYLVIQWR
FVNRIQKQMAAFKEGFFELIPQDLIK
IFDENELELLMCGLGDVDVNDWRE
HTKYKNGYSMNHQVIHWFWKAVW
MMDSEKRIRLLQFVTGTSRVPMNG
FAELYGSNGPQSFTVEQWGTPDKLP
RAHTCFNRLDLPPYESFDELWDKLQ
MAIENTQGFDGVD

True False 5.0 4.505 2.113 2.136 3.208


