UniprotKB

D Entry name |organism [full name oglcnacscore (oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndric
P46937 'YAP1_HUMAN Homo Transcriptional [42.321019 T83;5109;T241;S336;S350;T358(S61;T63;S105;5109;T110;T119;S12 (35254053;37340703;31373491;341 [MDPGQQPPPQPAPQGQGQPPSQPP (True False 5.0 5.0 2.511
sapiens |coactivator (P46937- 7;S128;S131;S138;T154;S164;S274; |55345;28474680;38665916;291000 |QGQGPPSGPGQPAPAATQAAPQAPP
IYAP1 5);S366;S367;S371;T376;T383 (S289;S367;S371;S381;5382;5S388;S (56;39472558;37350405;30620550;3 |AGHQIVHVRGDSETDLEALFNAVM

(P46937-3)

397;5400;S403;T407;T412

4019948;39154884

NPKTANVPQTVPMRLRKLPDSFFKP
PEPKSHSRQASTDAGTAGALTPQHV
RAHSSPASLQLGAVSPGTLTPTGVVS
GPAATPTAQHLRQSSFEIPDDVPLPA
GWEMAKTSSGQRYFLNHIDQ W
QDPRKAMLSQMNVTAPTSPPVQQN
MMNSASGPLPDGWEQAMTQDGEIY
IYINHKNKTTSWLDPRLDPRFAMNQ
RISQSAPVKQPPPLAPQSPQGGVMG
GSNSNQQQQMRLQQLQMEKERLR
LKQQELLRQAMRNINPSTANSPKCQ
ELALRSQLPTLEQDGGTQNPVSSPG
MSQELRTMTTNSSDPFLNSGTYHS
RDESTDSGLSMSSYSVPRTPDDFLN
SVDEMDTGDTINQSTLPSQQNRFPD
YLEAIPGTNVDLGTLEGDGMNIEGE
ELMPSLQEALSSDILNDMESVLAAT
KLDKESFLTWL




