UniprotKB Entry name |organism full name oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasnia extr.acellw

ID sites reticulum pparatus ane region

P46938 'YAP1 MOUSE Mus Transcriptional [24.992371 T361 S46;T48;5S90;S94;T95;T104;S112;S1 36852467 MEPAQQPPPQPAPQGPAPPSVSPAG [True False 5.0 5.0 2.528 2.184 1.699 2.646 2.694
musculus |coactivator 13;S116;S123;S149;S274;S352;S35

IYAP1

6;5366;5367;S373;5382;5S385;S388;
T392;T397

TPAAPPAPPAGHQVVHVRGDSETDL
EALFNAVMNPKTANVPQTVPMRLR
KLPDSFFKPPEPKSHSRQASTDAGT
AGALTPQHVRAHSSPASLQLGAVSP
GTLTASGVVSGPAAAPAAQHLRQSS
FEIPDDVPLPAGWEMAKTSSGQRYF
LNHNDQTTTWQDPRKAMLSQLNVP
APASPAVPQTLMNSASGPLPDGWEQ
AMTQDGEVYYINHKNKTTSWLDPRL
DPRFAMNQRITQSAPVKQPPPLAPQ
SPQGGVLGGGSSNQQQQIQLQQLQ
MEKERLRLKQQELFRQAIRNINPST
ANAPKCQELALRSQLPTLEQDGGTP
NAVSSPGMSQELRTMTTNSSDPFL
NSGTYHSRDESTDSGLSMSSYSIPRT
PDDFLNSVDEMDTGDTISQSTLPSQ
QSRFPDYLEALPGTNVDLGTLEGDA
MNIEGEELMPSLQEALSSEILDVESV
LAATKLDKESFLTWL




