UniprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(.lop lasmic golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane [region
P47099 IYJ12A_YEAST |[Saccharomyces |Transposon |24.475439 NaN S416 33229814 MESQQLSQHSHISHGSACASVTSKE [None None None [None None None None None None
cerevisiae Tyl-JR2 VHTNQDPLDVSASKTEECEKASTKA
Gag NSQQTTTPASSAVPENPHHASPQTA
polyprotein QSHSPQNGPYPQQCMMTQNQANP

SGWSFYGHPSMIPYTPYQMSPMYFP
PGPQSQFPQYPSSVGTPLSTPSPESG
NTFTDSSSADSDMTSTKKYVRPPPM
LTSPNDFPNWVKTYIKFLQNSNLGG
IIPTVNGKPVRQITDDELTFLYNTFQI
FAPSQFLPTWVKDILSVDYTDIMKIL
SKSIEKMQSDTQEANDIVTLANLQY
NGSTPADAFETKVTNIIDRLNNNGIH
INNKVACQLIMRGLSGEYKFLRYTR
HRHLNMTVAELFLDIHAIYEEQQGS
RNSKPNYRRNPSDEKNDSRSYTNTT
KPKVIARNPQKTNNSKSKTARAHNV
STSNNSPSTDNDSISKSTTEPIQLNN
KHDLHLRPETY




