
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P47112 CDT1_YEAST Saccharomyces
cerevisiae

Cell
division
cycle
protein
CDT1

24.475439 NaN NaN 33229814 MSGTANSRRKEVLRVPVIDLNRVSD
EEQLLPVVRAILLQHDTFLLKNYANK
AVLDALLAGLTTKDLPDTSQGFDAN
FTGTLPLEDDVWLEQYIFDTDPQLRF
DRKCRNESLCSIYSRLFKLGLFFAQL
CVKSVVSSAELQDCISTSHYATKLTR
YFNDNGSTHDGADAGATVLPTGDD
FQYLFERDYVTFLPTGVLTIFPCAKAI
RYKPSTMATTDNSWVSIDEPDCLLF
HTGTLLARWSQGMHTTSPLQIDPRA
NIVSLTIWPPLTTPISSKGEGTIANHL
LEQQIKAFPKVAQQYYPRELSILRLQ
DAMKFVKELFTVCETVLSLNALSRS
TGVPPELHVLLPQISSMMKRKIVQD
DILKLLTIWSDAYVVELNSRGELTM
NLPKRDNLTTLTNKSRTLAFVERAE
SWYQQVIASKDEIMTDVPAFKINKR
RSSSNSKTVLSSKVQTKSSNANALN
NSRYLANSKENFMYKEKMPDSQAN
LMDRLRERERRSAALLSQRQKRYQQ
FLAMKMTQVFDILFSLTRGQPYTET
YLSSLIVDSLQDSNNPIGTKEASEILA
GLQGILPMDISVHQVDGGLKVYRWN
SLDKNRFSKLLQIHKSKQQD

None None None None None None None None None


