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P47116 PTK2_YEAST Saccharomyces
cerevisiae

Serine/threonine-
protein	kinase
PTK2/STK2

24.475439 NaN T56;S59;S80;S623;S632;S694;T700;
S711;T737;S752;S755;S778;S781

33229814 MAGNGKDKEVDKSPSVSTLKLLGKR
LFNSSSHTDNSSLLLSAEQLGNGRS
LRKRPTSPSISGSGSGGNSPSSSAGA
RQRSASLHRRKNNASVGFSNGSVSS
HKSSVALQDLIKHNNNPYLNSPSDI
LGTGTGIASTRDRDRAVLDREKEKE
RARNKERNTHHAGLPQRSNSMASH
HFPNENIVYNPYGISPNHARPDTAF
ADTLNTNKENDLSFYMHDGNSKIR
MLPLPIANPNDFLPEDMKQYSVHLT
DNFVFDTDNKPIGSGGSSEVRKVKS
SYRQKDVYALKKLNMIYHESPEKFY
KRCSKEFIIAKHLSHNVHITNTFYLL
KVPTTTYTTRGWGFIMELGVKDLFQ
LMERTGWKNVPFNEKYCLFKQVAQ
GIKFCHDNGIAHRDLKPENVLISKEG
ICKLTDFGISDWYHVIPHDYTSPVKT
CQGMIGSPPYTPPEVMYFDAKKHYP
EKFQKPYNPLAMDSYALGIMLITMI
NNIIPFIDSCNTDARFREFEVSYDNF
INHQNPHFRDKGCHKPGPGSEYSLA
RNFKNTDATRIAWRLADPNPATRYT
MDDLFNDPFFQQIETCVEPNDDDLV
RVPELRKSTSTNDFSENSLDAPHDQ
EVIHTSNPFLKKETLTSKPRSMLEIA
ESPSLKQKSKVKDSAKTKTHDVGDE
GGNESTKPKQQDKKENLKKDEVKN
GDKDKVIEEATTTNVDSILEKPTPTS
TKVEDNLSEDDSTMKELKSMLNST
PTTPTHNGPTPLPAKAGTQLDKRMS
DLSLKSETPASTKNFSAPNVSSSSNS
LRSLGSPSVSSSKKKKVIHHHLDITN
SVTNMSSVSAFISR

None None None None None None None None None


