cerevisiae

protein kinase
PTK2/STK2

S711;T737;S752;S755;S778;S781

LFNSSSHTDNSSLLLSAEQLGNGRS
LRKRPTSPSISGSGSGGNSPSSSAGA
RQRSASLHRRKNNASVGFSNGSVSS
HKSSVALQDLIKHNNNPYLNSPSDI
LGTGTGIASTRDRDRAVLDREKEKE
RARNKERNTHHAGLPQRSNSMASH
HFPNENIVYNPYGISPNHARPDTAF
IADTLNTNKENDLSFYMHDGNSKIR
MLPLPIANPNDFLPEDMKQYSVHLT
DNFVFDTDNKPIGSGGSSEVRKVKS
SYRQKDVYALKKLNMIYHESPEKFY
KRCSKEFIIAKHLSHNVHITNTFYLL
KVPTTTYTTRGWGFIMELGVKDLFQ
LMERTGWKNVPFNEKYCLFKQVAQ
GIKFCHDNGIAHRDLKPENVLISKEG
ICKLTDFGISDWYHVIPHDYTSPVKT
CQGMIGSPPYTPPEVMYFDAKKHYP
EKFQKPYNPLAMDSYALGIMLITMI
NNIIPFIDSCNTDARFREFEVSYDNF
INHQNPHFRDKGCHKPGPGSEYSLA
RNFKNTDATRIAWRLADPNPATRYT
MDDLFNDPFFQQIETCVEPNDDDLV
RVPELRKSTSTNDFSENSLDAPHDQ
EVIHTSNPFLKKETLTSKPRSMLEIA
ESPSLKQKSKVKDSAKTKTHDVGDE
GGNESTKPKQQDKKENLKKDEVKN
GDKDKVIEEATTTNVDSILEKPTPTS
TKVEDNLSEDDSTMKELKSMLNST
PTTPTHNGPTPLPAKAGTQLDKRMS
DLSLKSETPASTKNFSAPNVSSSSNS
LRSLGSPSVSSSKKKKVIHHHLDITN

SVITNMSSVSAFISR

UniprotKB Entry name |organism full name oglcnacscore o-glcnac phosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma ext
ID sites reticulum apparatus membrane reg
P47116 PTK2_YEAST |Saccharomyces [Serine/threonine- 24.475439 NaN 'T56;S59;S80;S623;S632;S694;T700; (33229814 MAGNGKDKEVDKSPSVSTLKLLGKR [None None None |None None None None None Nor




