
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P47164 MET7_YEAST Saccharomyces
cerevisiae

Cystathionine
gamma-
synthase

24.475439 NaN NaN 33229814 MISRTIGESIPPNTKHAVSVCLPTWE
ATVGYEEGESSIINSLTTGYPRFFIHK
SIKKLCEILSAKYSMEDEACLCFPSY
KVANRCREFIKVKTGLSTKVRILQLC
TPKPMNQEEKLWRRECKITVVFVDQ
EIFPVMKQYWQHSGEIVSSRMAEYI
LHELQVKDNLKKMETVDNGKKFMT
EDENRVNEEYIETRFGRNLNFLAAD
KAKYLIRKRIATKVVEKIDSEGLSDLF
SFEHYNESNGPFNVGSGEALDDDQ
LNSDIPAETITSMGESGSNSTFENTA
TDDLKFHVNPNTDVYLFPSGMASIF
TAHRLLLNFDAKRLSRSSSRQDKLIG
YGPPFKKTVMFGFPYTDTLSILRKFN
HTHFLGQGDSTSMNALKNILHSGE
QILAVFIEAPSNPLLKMGDLQELKRL
SDLYSFYIVVDETVGGFVNIDVLPYA
DIVCSSLTKIFSGDSNVIAGSLVLNPR
GKIYEFARKFMKTEDGYEDCLWCED
ALCLERNSRDFVERTIKVNTNTDILL
KRVLLPQVGKLFKKIYYPSLTSEDTK
RNYDSVMSTKDGGYGGLFSLTFFNI
EEAKKFFNNLELCKGPSLGTNFTLA
CPYAIIAHYQELDEVAQYGVETNLVR
VSVGLENSDVLCNVFQRAIEKALGE

None None None None None None None None None


